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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/088 , 703A 



DATE: 07/07/2004 
TIME: 11:15:49 



Input Set : A:\Sequence Listing for I0308.70002US00.txt 
Output Set: N:\CRF4\07072004\J088703A.raw 



3 <110> 

4 

5 

6 

7 

8 

9 

11 <120> 
13 <130> 

15 <140> 

16 <141> 

18 <150> 

19 <151> 

21 <150> 

22 <151> 
24 <160> 
26 <170> 

28 <210> 

29 <211> 
<212> 



30 



33 
34 
35 



APPLICANT: Isis Innovation Limited 

Beth Israel Deaconess Medical Center, Inc. 

Donnadieu, Emmanuel 

Jou v in, Mar i e - He 1 ene 

Kinet , Jean-Pierre 

Cookson, William 

Moffatt, Miriam Fleur 

TITLE OF INVENTION: MODULATION OF IgE RECEPTOR CELL SURFACE EXPRESSION 
FILE REFERENCE: 100308/70002 

CURRENT APPLICATION NUMBER: US 10/088, 703A 
CURRENT FILING DATE: 2002-03-21 
PRIOR APPLICATION NUMBER : PCT/US00/25877 
PRIOR FILING DATE: 2000-09-21 
PRIOR APPLICATION NUMBER: US 60/154,924 
PRIOR FILING DATE: 1999-09-21 
NUMBER OF SEQ ID NOS : 9 



SOFTWARE: Patentln version 3.0 
SEQ ID NO: 1 
LENGTH: 3 72 9 
TYPE : DNA 
31 <213> ORGANISM: Homo sapiens 



<22 0> FEATURE: 
<221> NAME/KEY 
<222> LOCATION 



37 <400> SEQUENCE 




ENTERED 



CDS 

(103) . . (837) 
1 

38 aacccatttc aactgcctat tcagagcatg cagtaagagg 

39 taataatatt ctttattcct ggacagctcg gttaatgaaa 
40 

41 

42 agt aat agg aga gca aat ctt get etc cca cag 

43 Ser Asn Arg Arg Ala Asn Leu Ala Leu Pro Gin 

44 5 10 15 

45 cct gca ttt gaa gtc ttg gaa ata tct ccc cag 

46 Pro Ala Phe Glu Val Leu Glu He Ser Pro Gin 

47 25 30 

48 aga eta ttg aag teg gec tea tec cca cca ctg 
4 9 Arg Leu Leu Lys Ser Ala Ser Ser Pro Pro Leu 

50 40 45 

51 gtt ttg aaa aaa gag cag gag ttc ctg ggg gta 

52 Val Leu Lys Lys Glu Gin Glu Phe Leu Gly Val 

53 55 60 

54 get atg ata tgc ctt tgt ttt gga aca gtt gtc 

55 Ala Met He Cys Leu Cys Phe Gly Thr Val Val 



aaatccacca agtctcaata 60 
aa atg gac aca gaa 114 

Met Asp Thr Glu 

1 

gag cct tec agt gtg 162 
Glu Pro Ser Ser Val 
20 

gaa gta tct tea ggc 210 
Glu Val Ser Ser Gly 
35 

cat aca tgg ctg aca 258 
His Thr Trp Leu Thr 
50 

aca caa att ctg act 306 
Thr Gin He Leu Thr 
65 

tgc tct gta ctt gat 354 
Cys Ser Val Leu Asp 
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56 




70 










75 










80 












57 


att 


tea 


cac 


att 


gag 


gga 


gac 


att 


ttt 


tea 


tea 


ttt 


aaa 


gca 


ggt 


tat 


402 


58 


He 


Ser 


His 


He 


Glu 


Gly 


Asp 


He 


Phe 


Ser 


Ser 


Phe 


Lys 


Ala 


Gly 


Tyr 




59 


85 










90 










95 










100 




60 


cca 


ttc 


tgg 


gga 


gee 


ata 


ttt 


ttt 


tct 


att 


tct 


gga 


atg 


ttg 


tea 


att 


450 


61 


Pro 


Phe 


Trp 


Gly 


Ala 


He 


Phe 


Phe 


Ser 


He 


Ser 


Gly 


Met 


Leu 


Ser 


He 




62 










105 










110 










115 






63 


ata 


tct 


gaa 


agg 


aga 


aat 


gca 


aca 


tat 


ctg 


gtg 


aga 


gga 


age 


ctg 


gga 


498 


64 


He 


Ser 


Glu 


Arg 


Arg 


Asn 


Ala 


Thr 


Tyr 


Leu 


val 


Arg 


Gly 


Ser 


Leu 


Gly 




65 








120 










125 










130 








66 


gca 


aac 


act 


gee 


age 


age 


ata 


get 


ggg 


gga 


acg 


gga 


att 


acc 


ate 


ctg 


546 


67 


Ala 


Asn 


Thr 


Ala 


Ser 


Ser 


He 


Ala 


Gly 


Gly 


Thr 


Gly 


He 


Thr 


He 


Leu 




68 






135 










140 










145 










69 


ate 


ate 


aac 


ctg 


aag 


aag 


age 


ttg 


gee 


tat 


ate 


cac 


ate 


cac 


agt 


tgc 


594 


70 


He 


He 


Asn 


Leu 


Lys 


Lys 


Ser 


Leu 


Ala 


Tyr 


He 


His 


He 


His 


Ser 


Cys 




71 




150 










155 










160 












72 


cag 


aaa 


ttt 


ttt 


gag 


ace 


aag 


tgc 


ttt 


atg 


get 


tec 


ttt 


tec 


act 


gaa 


642 


73 


Gin 


Lys 


Phe 


Phe 


Glu 


Thr 


Lys 


Cys 


Phe 


Met 


Ala 


Ser 


Phe 


Ser 


Thr 


Glu 




74 


165 










170 










175 










180 




75 


att 


gta 


gtg 


atg 


atg 


ctg 


ttt 


etc 


acc 


att 


ctg 


gga 


ctt 


ggt 


agt 


get 


690 


76 


He 


Val 


Val 


Met 


Met 


Leu 


Phe 


Leu 


Thr 


He 


Leu 


Gly 


Leu 


Gly 


Ser 


Ala 




77 










185 










190 










195 






78 


gtg 


tea 


etc 


aca 


ate 


tgt 


gga 


get 


ggg 


gaa 


gaa 


etc 


aaa 


gga 


aac 


aag 


738 


79 


Val 


Ser 


Leu 


Thr 


He 


Cys 


Gly 


Ala 


Gly 


Glu 


Glu 


Leu 


Lys 


Gly 


Asn 


Lys 




80 








200 










205 










210 








81 


gtt 


cca 


gag 


gat 


cgt 


gtt 


tat 


gaa 


gaa 


tta 


aac 


ata 


tat 


tea 


get 


act 


786 


82 


Val 


Pro 


Glu 


Asp 


Arg 


Val 


Tyr 


Glu 


Glu 


Leu 


Asn 


He 


Tyr 


Ser 


Ala 


Thr 




83 






215 










220 










225 










84 


tac 


agt 


gag 


ttg 


gaa 


gac 


cca 


ggg 


gaa 


atg 


tct 


cct 


ccc 


att 


gat 


tta 


834 


85 


Tyr 


Ser 


Glu 


Leu 


Glu 


Asp 


Pro 


Gly 


Glu 


Met 


Ser 


Pro 


Pro 


He 


Asp 


Leu 




86 




230 










235 










240 












87 


taa 


gaatcacgtg tccagaacac tctgattcac agecaaggat 


ccagaaggcc 




887 


88 


aaggttttgt 


taaggggcta ctggaaaaat 


ttctattctc 


tccacagcct 


gctggtttta 


947 


89 


cattagattt 


attcgectga taagaatatt 


ttgtttctgc 


tgcttctgtc 


caccttaata 


1007 


90 


tgctccttct 


atttgtagat atgatagact 


cctatttttc 


ttgttttata 


ttatgaccac 


1067 


91 


acacatctct > 


gctggaaagt caacatgtag 


taagcaagat 


ttaactgttt 


gattataact 


1127 


92 


gtgeaaatae • 


agaaaaaaag aaggctggct 


gaaagttgag 


ttaaactttg 


acagtttgat 


1187 


93 


aatatttggt 


tcttagggtt tttttttttt 


ttagcattct 


taatagttac 


agttgggcat 


1247 


94 


gatttgtacc 


atccacccat acccacacag 


tcacagtcac 


acacacatat 


gtattactta 


1307 


95 


cactatatat 


aacttcctat gcaaatattt 


taccaccagt 


caataataca 


tttttgccaa 


1367 


96 


gacatgaagt 


tttataaaga tctgtataat 


tgectgaate 


accagcacat 


tcactgacat 


1427 


97 


gatattattt < 


gcagattgac aagtaggaag 


tggggaactt 


ttattaagtt 


actcgttgtc 


1487 


98 


tggggaggta 


aataggttaa aaacagggaa 


attataagtg 


cagagattaa 


catttcacaa 


1547 


99 


atgtttagtg 


aaacatttgt gaaaaaagaa 


gactaaatta 


agacctgagc 


tgaaataaag 


1607 



100 tgacgtggaa atggaaataa tggttatatc taaaacatgt agaaaaagag taactggtag 1667 

101 attttgttaa caaattaaag aataaagtta gacaagcaac tggttgacta atacattaag 1727 

102 cgtttgagtc taagatgaaa ggagaacact ggttatgttg atagaatgat aaaaagggtc 1787 

103 gggegeggag gctcacgcct gtaatcccag ccctttggga ggccgaggtg ggcagatcac 1847 

104 gaagtcagta gtttgagacc agcctggcca acatagtgaa accccgtctc tactaaaaat 1907 
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105 acaaaaaaaa aattagctgg gtgtggtggc agtcacctgt agtcccagct acttgggagg 1967 

106 atgaggcagg agaatcgctt gaacctggga ggcggaggtt gcagtgagcc gagatcgcac 2027 

107 cagtgcactc cagccttggt gacaatggga gactccatct caaaaaaaaa aaaaaaaaaa 2087 

108 aaaagataaa aagtcagaaa tctgaaaagt ggaggaagag tacaaataga cctaaattaa 2147 

109 gtctcatttt ttggctttga ttttggggag acaaagggaa atgcagccat agagggcctg 2207 

110 atgacatcca atacatgagt tctggtaaag ataaaatttg atacacggtt tggtgtcatt 2267 

111 ataagagaaa tcattattaa atgaagcaag ttaacactct aagagaatta ttttgagata 2327 

112 gaagtgaagc taagctaaac ttcacatgcc tataattgga gggaaaaact aaggataaaa 23 87 

113 tctagcctag aagatacaat aattagtcat aaacatgcat tgtgaaactg tagagagcag 2447 

114 gtagcccaaa atagagaaag attagataaa gagaaaataa gtatccatca gagacagtat 2507 

115 ctctaggctt gggcaagaga aaagtccaca gtgataagca actccaccta aggcatgaat 2567 

116 atgcggcaga gaaaacagca atagtgaatg aatgcaaaag gtgctgagca aattccacac 2627 

117 atgagtattg tgcatgagta aatgaataaa acatttgcaa agacctttag agaaagagaa 2687 

118 tgggagcata tgtgcgaaat aagatagttg attatgaata gaaggtagtg aagaaaagca 2747 

119 agctaagaaa aaattctgtt tataaaagaa ggaaaagata gtttatgttt ttagcctaag 2807 

120 tataagagtc ctacagatgg actgaaaaaa atcagtctga gagtattagt cacaattaat 2867 

121 gaaataatta cattttatgt attgaggatg ccaagattaa aaggtgacag gtagatgtta 2927 

122 atttccctag attgtgaaag tgatcacgac aatcacacaa caaataatta agtgacttgg 2987 

123 tatgctttat ttaattgtag ggcctgaggt tttccattct catttttcta aaatacaatt 3047 

124 ttgtttctcc aaatttgaca gcagaataaa aaccctaccc tttcactgtg tatcatgcta 3107 

125 agctgcatct ctactcttga tcatctgtag gtattaatca catcacttcc atggcatgga 3167 

126 tgttcacata cagactctta accctggttt accaggacct ctaggagtgg atccaatcta 3227 

127 tatctttaca gttgtatagt atatgatatc tcttttattt cactcaattt atattttcat 3287 

128 cattgactac atatttctta tacacaacac acaatttatg aattttttct caagatcatt 3347 

129 ctgagagttg ccccacccta cctgcctttt atagtacgcc cacctcaggc agacacagag 3407 

130 cacaatgctg gggttctctt cacactatca ctgccccaaa ttgtctttct aaatttcaac 3467 

131 ttcaatgtca tcttctccat gaagaccact gaatgaacac cttttcatcc agccttaatt 3527 

132 tcttgctcca taactactct atcccacgat gcagtattgt atcattaatt attagtgtgc 3587 

133 ttgtgacctc cttatgtatt ctcaattacc tgtatttgtg caataaattg gaataatgta 3647 

134 acttgatttc ttatctgtgt ttgtgttggc atgcaagatt taggtactta tcaagataat 3707 

135 ggggaattaa ggcatcaata aa 3729 

137 <210> SEQ ID NO: 2 

138 <211> LENGTH: 244 

139 <212> TYPE: PRT 

140 <213> ORGANISM: Homo sapiens 
142 <400> SEQUENCE: 2 



143 


Met 


Asp 


Thr 


Glu 


Ser 


Asn 


Arg 


Arg 


Ala 


Asn 


Leu 


Ala 


Leu 


Pro 


Gin 


Glu 


144 


1 








5 










10 










15 




145 


Pro 


Ser 


Ser 


Val 


Pro 


Ala 


Phe 


Glu 


Val 


Leu 


Glu 


He 


Ser 


Pro 


Gin 


Glu 


146 








20 










25 










30 






147 


Val 


Ser 


Ser 


Gly 


Arg 


Leu 


Leu 


Lys 


Ser 


Ala 


Ser 


Ser 


Pro 


Pro 


Leu 


His 


148 






35 










40 










45 








149 


Thr 


Trp 


Leu 


Thr 


Val 


Leu 


Lys 


Lys 


Glu 


Gin 


Glu 


Phe 


Leu 


Gly 


Val 


Thr 


150 




50 










55 










60 










151 


Gin 


He 


Leu 


Thr 


Ala 


Met 


He 


Cys 


Leu 


Cys 


Phe 


Gly 


Thr 


Val 


Val 


Cys 


152 


65 










70 










75 










80 


153 


Ser 


Val 


Leu 


Asp 


He 


Ser 


His 


He 


Glu 


Gly 


Asp 


He 


Phe 


Ser 


Ser 


Phe 


154 










85 










90 










95 




155 


Lys 


Ala 


Gly 


Tyr 


Pro 


Phe 


Trp 


Gly 


Ala 


He 


Phe 


Phe 


Ser 


He 


Ser 


Gly 
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156 








100 










105 










110 






157 


Met 


Leu 


Ser 


He 


He 


Ser 


Glu 


Arg 


Arg Asn Ala 


Thr 


Tyr 


Leu 


Val 


Arg 


158 






115 










120 










125 








159 


Gly 


Ser 


Leu 


Gly Ala 


Asn 


Thr 


Ala 


Ser 


Ser 


He 


Ala 


Gly 


Gly 


Thr 


Gly 


160 




130 










135 










140 










161 


He 


Thr 


He 


Leu 


He 


He 


Asn 


Leu 


Lys 


Lys 


Ser 


Leu 


Ala 


Tyr 


He 


His 


162 


145 










150 










155 










160 


163 


He 


His 


Ser 


Cys 


Gin 


Lys 


Phe 


Phe 


Glu 


Thr 


Lys 


Cys 


Phe 


Met 


Ala 


Ser 


164 










165 










170 










175 




165 


Phe 


Ser 


Thr 


Glu 


He 


Val 


Val 


Met 


Met 


Leu 


Phe 


Leu 


Thr 


He 


Leu 


Gly 


166 








180 










185 










190 






167 


Leu 


Gly 


Ser 


Ala 


Val 


Ser 


Leu 


Thr 


He 


Cys 


Gly 


Ala 


Gly 


Glu 


Glu 


Leu 


168 






195 










200 










205 








169 


Lys 


Gly 


Asn 


Lys 


Val 


Pro 


Glu 


Asp 


Arg 


Val 


Tyr 


Glu 


Glu 


Leu 


Asn 


He 


170 




210 










215 










220 










171 


Tyr 


Ser 


Ala 


Thr 


Tyr 


Ser 


Glu 


Leu 


Glu Asp 


Pro 


Gly 


Glu 


Met 


Ser 


Pro 


172 


225 










230 










235 










240 


173 


Pro 


He 


Asp 


Leu 


























175 


<210> SEQ ID NO: 


: 3 
























176 


<211> LENGTH: 4131 
























177 


<212> TYPE: 


DNA 


























178 


<213> ORGANISM: 


Homo sapiens 


















180 


<22 0> FEATURE: 


























181 


<221> NAME/KEY: 


CDS 
























182 


<222> LOCATION: 


(103) . . 


(690) 




















184 


<400> SEQUENCE: 


3 
























185 


aacccatttc aactgcctat tcagagcatg cagtaagagg 


aaatccacca agtctcaa 


186 


taataatatt ctttattcct ggacagctcg gttaatgaaa 


aa atg gac aca gaa 


187 
























Met Asp Thr Glu 


188 
























1 








189 


agt 


aat 


agg 


aga 


gca 


aat 


ctt 


get 


etc 


cca 


cag 


gag 


cct 


tec 


agt 


gtg 


190 


Ser 


Asn 


Arg 


Arg 


Ala 


Asn 


Leu 


Ala 


Leu 


Pro 


Gin 


Glu 


Pro 


Ser 


Ser 


Val 


191 


5 










10 










15 










20 


192 


cct 


gca 


ttt 


gaa 


gtc 


ttg 


gaa 


ata 


tct 


ccc 


cag 


gaa 


gta 


tct 


tea 


ggc 


193 


Pro 


Ala 


Phe 


Glu 


Val 


Leu 


Glu 


He 


Ser 


Pro 


Gin 


Glu 


Val 


Ser 


Ser 


Gly 


194 










25 










30 










35 




195 


aga 


eta 


ttg 


aag 


teg 


gee 


tea 


tec 


cca 


cca 


ctg 


cat 


aca 


tgg 


ctg 


aca 


196 


Arg 


Leu 


Leu 


Lys 


Ser 


Ala 


Ser 


Ser 


Pro 


Pro 


Leu 


His 


Thr 


Trp 


Leu 


Thr 


197 








40 










45 










50 






198 


gtt 


ttg 


aaa 


aaa 


gag 


cag 


gag 


ttc 


ctg 


ggg 


gta 


aca 


caa 


att 


ctg 


act 


199 


Val 


Leu 


Lys 


Lys 


Glu 


Gin 


Glu 


Phe 


Leu 


Gly 


Val 


Thr 


Gin 


He 


Leu 


Thr 


200 






55 










60 










65 








201 


get 


atg 


ata 


tgc 


ctt 


tgt 


ttt 


gga 


aca 


gtt 


gtc 


tgc 


tct 


gta 


ctt 


gat 


202 


Ala 


Met 


He 


Cys 


Leu 


Cys 


Phe 


Gly 


Thr 


Val 


Val 


Cys 


Ser 


Val 


Leu 


Asp 


203 




70 










75 










80 










204 


att 


tea 


cac 


att 


gag 


gga 


gac 


att 


ttt 


tea 


tea 


ttt 


aaa 


gca 


ggt 


tat 


205 


He 


Ser 


His 


He 


Glu 


Gly 


Asp 


He 


Phe 


Ser 


Ser 


Phe 


Lys 


Ala 


Gly 


Tyr 


206 


85 










90 










95 










100 


207 


cca 


ttc 


tgg 


gga 


gee 


ata 


ttt 


ttt 


tct 


att 


tct 


gga 


atg 


ttg 


tea 


att 



60 
114 



162 



210 



258 



306 



354 



402 



450 
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208 Pro Phe Trp Gly Ala lie Phe Phe Ser lie Ser Gly Met Leu Ser lie 

209 105 110 115 

210 ata tct gaa agg aga aat gca aca tat ctg gtg aga gga age ctg gga 4 98 

211 lie Ser Glu Arg Arg Asn Ala Thr Tyr Leu Val Arg Gly Ser Leu Gly 

212 120 125 130 

213 gca aac act gec age age ata get ggg gga acg gga att ace ate ctg 546 

214 Ala Asn Thr Ala Ser Ser He Ala Gly Gly Thr Gly He Thr He Leu 

215 135 140 145 

216 ate ate aac ctg aag aag age ttg gec tat ate cac ate cac agt tgc 594 

217 He He Asn Leu Lys Lys Ser Leu Ala Tyr He His He His Ser Cys 

218 150 155 160 

219 cag aaa ttt ttt gag acc aag tgc ttt atg get tec ttt tec act gta 642 

22 0 Gin Lys Phe Phe Glu Thr Lys Cys Phe Met Ala Ser Phe Ser Thr Val 

221 165 170 175 180 

222 tgt att ttt ttt tgt gtg gga aga eta aga ttc tgg gtc eta atg taa 690 

223 Cys He Phe Phe Cys Val Gly Arg Leu Arg Phe Trp Val Leu Met 

224 185 190 195 

225 gtaagaagee ctcttctcct gttccatgaa caccatcctt ttctgtaact tctattacac 750 

226 agtatagtgg ttctgtaagt tcacacagcc cagggagatg ctggctgccc actcccctca 810 

227 acccaggcaa attccteggg gttaaagtta tetactgeaa gtgacgatct ctgggttttt 870 

228 ctgtgcctgt gtttgtgtgt gtgtgtgtgt gtgtgtgtgt gtgtatgtgt cactttaaaa 930 

229 ggactggtca gatggtaggg agatgaaaac aggagatget ataagaaaat aaacttttgg 990 

230 ggegaatace aatgtgactc tttttgtttg tcatttgttg ctgttcaata ggaaattgta 1050 

231 gtgatgatgc tgtttctcac cattctggga cttggtagtg ctgtgtcact cacaatctgt 1110 

232 ggagctgggg aagaactcaa aggaaacaag gttccagagg atcgtgttta tgaagaatta 1170 

233 aacatatatt cagctactta cagtgagttg gaagacccag gggaaatgtc tcctcccatt 1230 

234 gatttataag aatcacgtgt ccagaacact ctgattcaca gecaaggate cagaaggeca 12 90 

235 aggttttgtt aaggggctac tggaaaaatt tctattctct ccacagcctg ctggttttac 1350 

236 attagattta ttcgectgat aagaatattt tgtttctgct gcttctgtcc accttaatat 1410 

237 gctccttcta tttgtagata tgatagactc ctatttttct tgttttatat tatgaccaca 1470 

238 cacatctctg ctggaaagtc aacatgtagt aagcaagatt taactgtttg attataactg 1530 

23 9 tgcaaataca gaaaaaaaga aggctggctg aaagttgagt taaactttga cagtttgata 1590 

240 atatttggtt cttagggttt tttttttttt tagcattctt aatagttaca gttgggcatg 1650 

241 atttgtacca tccacccata cccacacagt cacagtcaca cacacatatg tattacttac 1710 

242 actatatata acttcctatg caaatatttt accaccagtc aataatacat ttttgccaag 1770 

243 acatgaagtt ttataaagat ctgtataatt gectgaatea ccagcacatt cactgacatg 1830 

244 atattatttg cagattgaca agtaggaagt ggggaacttt tattaagtta ctcgttgtct 1890 

245 ggggaggtaa ataggttaaa aacagggaaa ttataagtgc agagattaac atttcacaaa 1950 

246 tgtttagtga aacatttgtg aaaaaagaag actaaattaa gacctgagct gaaataaagt 2010 

247 gacgtggaaa tggaaataat ggttatatct aaaacatgta gaaaaagagt aactggtaga 2070 

248 ttttgttaac aaattaaaga ataaagttag acaagcaact ggttgactaa tacattaagc 2130 

249 gtttgagtct aagatgaaag gagaacactg gttatgttga tagaatgata aaaagggtcg 2190 

250 ggegeggagg ctcacgcctg taatcccagc cctttgggag gccgaggtgg gcagatcacg 2250 

251 aagtcagtag tttgagacca gcctggccaa catagtgaaa ccccgtctct actaaaaata 2310 

252 caaaaaaaaa attagctggg tgtggtggca gtcacctgta gtcccagcta cttgggagga 2370 

253 tgaggcagga gaatcgcttg aacctgggag gcggaggttg cagtgagccg agatcgcacc 2430 
2 54 agtgcactcc agccttggtg acaatgggag actccatctc aaaaaaaaaa aaaaaaaaaa 24 90 

255 aaagataaaa agtcagaaat ctgaaaagtg gaggaagagt acaaatagac ctaaattaag 2550 

256 tctcattttt tggctttgat tttggggaga caaagggaaa tgeagecata gagggectga 2610 
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